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<16G> 15 

<210> 1 

<211> 15 

<212> PRT 

<2X3> artificial sequence 
<220> 

<223> Epitope e-foeta-9 (e-beta-hCG) 

<4 00> 1 

Thr Cys Asp Asp Pro Arg Phe Gin Ala Ser Ser Ser Ser "Lys Ala 
1 5 1.0 " 15 



<210> 2 
<211> 15 
<212> PRT 

<213> artificial sequence 
<220> 

<223> Epitope beta-9 (t?hCG) 
<400> 2 

Thr Cys Asp Asp Pro Aru Phe Gin Asp Ser. Ser Ser Ser Lys Ala 
15 10 15 



<210> 3 

•<2XI> 15 

<212> PRT 

<213> artificial sequence 
<:220> 

<223> Epitope e-beta-1 (e-beta-hCG) 

<400> 3 " 



Ser Arg Glu Met Leu Arg Pro Arg Cys Arg Pro lie Asn Ala Thr 
1 5 10' 15 



<210> 4 

<21l> lb 

<212> PRT 

<213> artificial sequence 
<220> 

<223> Epitope beta--.! (t;~beta~hCG) 

<400> 4 

Ser Lys GIu Pro leu Arg Pro Arg Cys Arg Pro lie Asn Ala Thr 
1 5 10 15 



<210> 
<211> 
<212> 
<2X3> 
<220> 

<223> beta-hCG beta- 7 
<400> 5 



5 

861 
DMA 

homo sapiens 



cDKA-Sequenz 



agcaetttcc 
aggccttcct 
actgagtctc 
aggggagagg 
tot eg cc coo 
cttgaegocc 
ggatggagat 
c a tccaag g a 
aggagggctg 
ccatgacccg 



tcgggtc&cg 
acaccctact 
agaggtcaet 
actggggtgc 
cgaagggtta 
ccacaaaccc 
gtteeagggg 
gatgettceg 
ccocgtgtgc 
egtgetgeag 



gcctcctcct 
ctctgtgoct 
tea ccgtggt: 
tccgctgagc 
gtgtccagct 
gaggtataaa 
ergo t get gc 
oeaogetgoe 
ateacegtoa 
geggtectgc 



ggt tcccaag 
ceagoctcga 
otccgcctca 
oaetcctgtg 
oact ccagoa 
gecaggtaca 
tgetgetgot 
gccceatcaa 
acaccaecat 
cggccctgcc 



aocccsecat 
ctagt cccta 
tccttggcgc 
cctccotggc 
tcctacaacc 
ccaggcaggg 
gagcatgggc 
tgeeaccctg 
ctgtgccggc 
tcaggtggtg 



aggcagaggc 
gcactcgacg 
tagaccactg 
cttgt ctact 
tcctggtggc 
gacgcaccaa 
gggacatggg 
getgtggaga 
tactgcccca 
tgcaactacc 



60 
120 
180 
24 0 
300 
360 
420 
480 
54 0 
600 



gegatgtgcg ctt.cgagt.ee atccggct.ee otggctgeoc gcgeggcgtg aacocegtgg 660 

tetectacge egtggctetc agctgteaat gtgcaetctg ccgccgeagc accaetgaet 72 0 

gogggggtcc caaggaceac ccottgacct; gtgatgscce ecget: tecag gec tectctt 780 

cctcaaaggc ccctcccccc agccttccaa gtccatcccg actcccgggg ecctcggaca. 84 0 

ccccgatcct cccacaataa a 861 



<210> 
<21l> 
<212> 
<213> 
<220> 

<223> bata-hCG beta- 6 cDNA-Sequer 
<4 00> 6 



6 

861 
DMA 

hor^o sapiens 



agoact ttcc 
aggcot tect: 
actgagtct c 
aggggagagg 
tctcgccccc 
cttgecgocc 
ggatggagat 
oatccaagga 
aggagggctg 
ccatgacccg 



tegggtcacg 
acaoe a tact: 
agaggtcaet 
actggggtgc 
cgaagggtta 
cca eaaccce 
gtteeagggg 
gecacttogg 
cccegt.gtgc 
cgtgetgcag 



gcctcctcct 
otctgtgoot 
tcaccgtggt 
tccgctgagc 
gtgtcgagct 
gagg catgaa 
ctgctgctgt 
ecaeggtgee 
atcaccctca 
ggggtcctge 



ggt: "tcccaag 
ccag ootcga 
ctccgcctca 
c a c t c c t g 1 9 
caetccagca 
gceaggt a oa 
tgetgetgot 
gee cca tea a 
acaccaecat 
cggcoctgcc 



aeoecacoa t 
ctagt cccta 
tccttggcgc 
cctccctggc 
tcctacaacc 
ccaggcaggg 
gagcatgggc 
tgeeaccctg 
ctgt.gccgge 
tcaggtggtg 



aggcagaggc 
aeactcgaeg 
tagaccactg 
cttgt ctact 
tcctggtggc 
gacgcaccaa 
gggacatggg 
getgtggaga 
tactgcccca. 
tgcaactacc 



gegatgtgcg ottcgagtco atccggctcc etggctgcee gcgeggcgtg aacccegtgg 

tetectacge egtggctetc agctgteaat gtgcaetctg ccgccgeagc accaetgaet 

gegggggtec caaggaceac cccttgaoct gtgatgaccc cegettecag gect octet t 

cctcaaaggc ccctcccccc agccttccaa gtccatcccg actcccgggg ecctcggaca 
ccccgatcct cccacaataa a 



60 
12 0 
180 
240 
300 
360 
420 
480 
540 
600 

660 
720 
780 
84 0 
861 



<210> 7 

<211> 861 

<212> DMA 

<213> Iiokxo sapiens 

<220> 

<223> e-beta-hCG ("endo" beta~6e} cDNA-Sequens 
<4 00> 7 

agcaotttyc togggtcaog gcetcctoot ggttooeaag accccaccat aggcagagge 60 

aggccttcct acaccctact etctgtgcet ecagcctcga ctagtcccta rcactcgacg 12 0 

aetgagtcte agaggteaet tcaecgtggt ctccgcctca t.ccttggygc tagaceactg ISO 

aggggagagg act.ggggtge. tccgefcgagc oaetcctgtg cctccctggc cttgtetact 24 0 

tctcgccccc egaaggqtta gtgtcsagct: cactccagca tcctacaacc tcctggt.ggc 3 00 

cttgmcgccc ecacaairtccc gaggtatraa gccaggtaca ccaggcaggg gacgcaccaa 360 

ggatggagat gttceagggg ctgctgctgt; tgctgctgct gagcatgggc gggacatggg 420 

catccargga gmyrct.tcgg ccacggtgoc gccccateaa tgccaccctg gct.gtggaga 480 

aggagggctg ccccgtgtgc atcaccgtca acaccaccat: cbgtgccggc tactgcccca 540 

ccatcjacccg ogtgetgcag ggggticctgc cggoootgcc toaggtggtg tgca act-ace 600 

gcgatgtgcg cttcgagtcc atccggctcc ctggctgccc gcgcggcgtg a&ecccgtgg 660 

tctcctacge cgtggctctc agctgtcaat gtgcactctg ccgccgcagc accactgact 720 

gcgggggtcc eaaggaccae cccttgacct gtgatgaccc ccgcttccag gcctcctctt 78 0 

oeteaaagge ccctcccccc ageottccaa gtceatcccg actcccgggg ccctcggaca 84 0 

ccccgatcct cccacaataa a 861 

<210> 8 

<2X1> 165 

<212> PRT 

<213> homo sapiens 

<220> 

<223> t-beta-hCG beta- 5, be la™ 8 , beta.™ 3 {prehormone) 

<400> 8 



Met Giu Met Phe Gin Glv Leu Leu Leu Leu Leu Leu Leu Ser Met Gly 
-2 0 -IS -10 -5 



Gly Thr Trp Ala Ser Lys Giu Pro Leu Arg Pro Arg Cys Arg Pro lie 
»1 1 5 10 

Asn Ala Thr Leu Ala Val Giu Lys Giu Gly Cys Pro Val Cys lie Thr 
15 20 25 

Val Asa Thr Thr lie Cys Ala Gly Tyr Cys Pro Thr Met: Met Arg Val 
30 35 40 

Gly Val Leu Gin Leu Pro Ala Leu Pro Gin Val Val Cys Asn Tyr Arg 
45 50 55 60 

Asp Val Arg Ph« Giu Ser lie Arg Leu Pro Gly Cya Fro Arg Gly Val 
65 70 75 

Asn Pro Val Val Ser Tyr Ala Val Ala Leu Ser Cys Gin Cys Ala Leu 
80 85 90 

Cys Arg Arg Ser Thr Thr Asp Cys Gly Gly Pro Lys Asp His Pro Leu. 
95 ~ 100 105 



Thr Cys Asp Asp Pro Arg Phe Gin Asp Ser Ser Ser Ser Lys Ala Pro 



110 



115 



120 



Pro Pro Ber Leu Pro Ser Pro Ser Arg Leu Pro Gly Pro Sex Asp Thr 
125 130 135 140 



Pro He Leu Pro Gin 
145 



<210> 9 

<211> 165 

<212> PRT 

<213> homo sapiens 

<220> 

<223> beta-hCG beta-? (prehormone) 

<400> 9 



Met Glu Met Ph.e Gin Gly Leu Leu Leu Leu Leu Leu Leu Ser Met Giy 
-20 -15 -10 -5 



Gly Thr Trp Ala Ser Arg Glu Met Leu Arq Pro Arq Cys Arg Pro lie 
~1 1 5 10 

Asn Ala Thr Leu Ala Val Glu Lys Glu Gly Cys Pro Val Cys lie Thr 

15 20 25 

Val Asn Thr Thr He Cys Ala Gly Tyr Cys Pro Thr Met Met Arg Val 
30 35 4 0 

Gly Val Leu Gin Leu Pro Ala Leu Pro Gin Val Val Cys Asn Tyr Arg 
45 50 55 60 

Asp Val Arc? Phe Glu Ser lie Arg Leu Pro Glv Cys Pro Arg Glv Val 
65 70 ~ 7 5~ 

Asn Pro Val Val Ser Tyr Ala Val Ala Leu Ser Cys Gin Cys Ala Leu 
60 85 90 

Cys Arq Arq Ser Thr Thr Asp Cys Gly Gly Pro Lys Asp His Pro Leu 
95' 100 105 

Thr Cys Asp Asp Pro Arg Phe Gin Ala Ser Ser Ser Ser Lys Ala Pro 
110 ' 115 120 

Pro Pro Ser Leu Pro Ser Pro Ser Arg Leu Pro Gly Pro Ser Asp Thr 
125 130 135 140 



Pro He Leu Pro Glu 
145 

<210> 10 

<211> 165 

<212> PRT 

<213> homo sapiens 

<220> 

<223> e-beta-hCG beta-Se {with Arg In Pes 2} (prohormone) 
<400> 10 



Met Giu Met Phe Gin Gly Leu Leu Leu Leu Leu Leu Leu Sex Met 01 y 
-20 -IS -10 -5 



Gly Thr Trp Ala Ser Arg Giu Met Leu Arg Fro Arg Cys Arg Pro lie 

-11 5 10 

Asn Ala Thr Leu Ala V® 1 Giu Lys Giu Gly Cys Pro Val Cys lie Thr 

lb 20 " 25 

Val Asn Thr Thr lie Cys Ala Gly Tyr Cys Pro Thr Met Met Arg Val 

30 35 40 

Gly Val Leu Gin Leu Pre Ala Leu Pro- Gin Val Val Cys Asn Tyr Arg 

45 50 55 60 

Asp Val Arg Phe Giu Ser lie Arg Leu Pro Gly Cys Pro Arg Gly Val 

65- 7 0 7 5 

Asn Pro Val Val Ser Tyr Ala Val Ala Leu Ser Cys Gin Cys Ala Leu 

SO 85 90 

Cys Arg Arg Ser Thr Thr Asp Cys Gly Gly Pro Lys Asp His Pro Leu 

95 100 105 

Thr Cys Asp Asp Pro Arg Phe Gin Ala Ser Ser Ser Ser Lys Ala Pro 

110 115 120 

Pro Pro Ser Leu Pro Ser Pro Ser Arg Leu Pro Gly Pro Ser Asp Thr 

125 130 135 140 



Pro lie Leu Pro Gin. 

145 



<210> 11 
<211> 14: 



>220> 

<223> beta-LH beta- 4 (prehormone) 
<40Q> 11 



Met Giu Met Leu Gin Gly Leu Leu Leu Leu Leu Leu Leu Ser Met Gly 

-2 0 -15 -10 ~5 

Gly Ala Trp Ala Ser Arg Giu Pro Leu Arg Pro Trp Cys His Pro lie 

-1 el 5 10 

Asn Ala lie Leu Ala Val Giu Lys Giu Gly Cys Pro Val Cys lie Thr 

IS 20 2b 



Val Asn Thr Thr lie Cys Ala Gly Tyr Cys Pro Thr Met Met Arg Val 
30 35 4 0 



Leu Gin Ala Val Leu 
45 

Asp Val Arg Phe Glu 
65 

Asp Pro Val Val Ser 
80 

Cys Arg Arg Ser Thr 
95 

Thr Cys Asp His Pro 
110 



Pro Pro Leu Pro Gin Val 
50 hb 

Ser lie Arg Leu Pro Gly 
70 

Phe Pro Val Ala Leu Ser 
85 

Ser Asp Cys Gly Gly Pro 
100 

Glu Leu. Ser Gly Leu Leu. 
115 



Val Cys Thr Tyr Arg 
60 

Cys Pro Arg Gly Val 
75 

Cys Arg Cys Ala Pro 
90 

Lys Asp His Pro Leu. 
105 

Phe Leu 
120 



<210> 12 

<21i> 10 

<212> PRT 

<213> arti fioial sequerxe 
•<220> 

<223> Peptide PI (e~heta~hCG) 

<400> 12 

Cys Asp Asp Pro Arg Phe Gin Ala Ser Ser 
I 5 10 



<210> 


13 


<2X1> 


10 


<2I2> 


PRT 


<213> 


artificial sequence 


<220> 




<223> 


Peptide Kl (t-foeta-hCC) 


<4 00> 


13 



Cys Asp Asp Pro Arg Phe Gin Asp Ser Ser 
1 5 ' 10 



<210> 


14 




<211> 


11 




<212> 


PRT 




<213> 


arti ficiai 


sequence 


<220> 






<223> 


Peptide P2 


(e-bera-hCG) 


<400> 


14 





Ser Arg Glu Me t Lan Arq Pro Ar g Cys Arg Pro 
1 5 " 10' 



•<2X0> 


lo 


<211> 


11 


<212> 


PRT 


<:2I3> 


artificial sequence 


<220> 




<223> 


Peptide K2 Ct~beta-hCG) 


<400> 


15 



Ser Lys Glu Pro Leu Arg Pro Arg Cys Arg Pro 
1 5 ~ 10 ~ 



